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FIG. 4 JAB1 potentiates AP-1-dependent transcription in fission yeast. a,
JAB1 confers drug resistance in yeast. Wild-type (HM123) or Apapl
(TP108-3C) S. pombe strains’ were transformed as indicated and drug-
resistant phenotypes examined. Two independent transformants for each
plasmid were streaked on a minimal plate EMM22° (top right) or on minimal
plates containing 3 ugmil~* staurosporine (STS, bottom left) or 15mM
caffeine (bottom right) and incubated for 4 d at 30 °C. Plasmids used were
the empty expression vector pREP1, a padl"-containing plasmid (pST23-
6)", a JAB1 expression vector (pREP41-JAB) and papl*-containing
plasmids (pST12 for wild type and pST22 for Apap1)*®. b, The transfor-
mants used in a were grown in minimal medium and cell extracts prepared.
Pap-1-dependent transcription and protein expression were examined by
immunoblotting with anti-p25 (upper) and with Pap-1 antiserum (lower).
Transformants: wild type containing either the pREP1 vector (lane 1), a
padl*® plasmid (lane 2), JAB1 expression vector (lane 3), or 4papl
containing a pREP1 (lane 4), apadl* plasmid (lane 5) or a JAB1 expression
vector (lane 6), or a papl* plasmid (lane 7).

aprotonin and antipain). Lysates were precleared by incubation with GST-coated
glutathione—agarose beads. The beads were spun down and the supernatants
diluted fourfold with HNT O M (without NaCl) buffer before incubation with GSH-
agarose beads coated with 4 g purified GST-c-Jun(1-223), GST-JAB1 or
GST*® for 2 h at 4 °C. Beads were spun down and washed 4 times with HNT
0.1 M buffer, resuspended in SDS-sample buffer and analysed by SDS-PAGE,
immunoblotting with GAL4-DBD antiserum and visualized by ECL system.

Electrophoretic mobility-shift assays. Plasmids encoding c-Jun, v-Jun, JunB
and JunD cDNAs'®2® were used for coupled in vitro transcription—translation
reactions using the TNT reticulocyte-lysate system (Promega). Expression of
different proteins was assessed by 3°S-methionine labelling and SDS—PAGE
(data not shown). Lysates containing similar amounts of either c-Jun, v-Jun,
JunD or JunB or unprogrammed lysates (0.5 pl each) were incubated with either
purified GST or GST-JAB1 (400 and 800 ng of each protein) and 3 ug poly(d!-dC)
on ice for 15min in 20 pul containing 12% glycerol, 12mM HEPES (pH 7.9),
60 mM KCI, 5 mM MgCl,, 4 mM Tris—HCI (pH 7.9), 0.6 mM EDTA and 5 mM DTT.
A 32P-labelled double-stranded-oligonucleotide collagenase TRE probe® was
added to the binding reaction (10,000c.p.m.) and incubated for a further
15min at room temperature. Protein—-DNA complexes were separated on a
5% native polyacrylamide gel.

S. pombe strains. 972(h~), HM123(h~leul). TP108-3c(h leul ura4 papl :
ura4') and TP42(h~/h* leul/leul ura4/ura4 his2/+ade6-M210/ade6-M216
padl::urad4+/+). Complete medium, YPD, modified synthetic EMM2, and malt-
extract medium for mating and sporulation were prepared as described®. Plates
contained 1.6% agar. Standard procedures for S. pombe were followed®®; S.
pombe cells were transformed using the lithium method*® and extracts prepared
by disrupting the cells with glass beads.
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ERRATUM

Complex burrows of the mud shrimp
Callianassa truncata and their
geochemical impact in the sea bed

W. Ziebis, S. Forster, M. Huettel & B. B. Jgrgensen

Nature 382, 619-622 (1996)

THE e-mail address of the corresponding author (W.Z.) was
incorrect. It is: wiebke @postgate. mpi-mm.uni-bremen.de O

CORRECTION

Requirement of mammalian DNA
polymerase-f in base-excision repair

Robert W. Sobol, Julie K. Horton, Ralf Kiihn,
Hua Gu, Rakesh K. Singhal, Rajendra Prasad,
Klaus Rajewsky & Samuel H. Wilson

Nature 379, 183-186 (1996)

THE second sentence of the main text should read: “When bred,
these mice fail to produce offspring that are homozygous for the -
pol deletion mutation, and embryos harbouring the homozygous
deletion mutation are present at day 10.5 of gestation in the
expected mendelian ratios”. O
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