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Table 1 Primers and probes used in this study

Namea Purpose Primer/probe sequenceb Product

size (bp)

Mtp-LL Upstream allelic

exchange substrate

primers

50-TTTTTTTTGCATAAATTGCTCACGATTCATGCCGGTGAG-30 731

Mtp-LR 50-TTTTTTTTGCATTTCTTGCCGCCACTGTGAATCAGGTGTGA

TGTCTCACTGAGGTCTCTGTTTGGGCTGCGGACTGC-30

Mtp-RL Downstream allelic

exchange substrate

primers

50-TTTTTTTTCCATAGATTGGGGGCTGTGTTAGCACTCCTACG

AGTGTCTGGTCTCGTAGAAGGTCCCGTGCTTGACGAT-30
776

Mtp-RR 50-TTTTTTTTCCATCTTTTGGAAATTGCGTCCCGCTTGAAA-30

Mtp-1F Amplification of region

containing mtp gene

50-GATCGCTTTCGTACCGTCAT-30 370

Mtp-1R 50-ACGCGTATTCGCTGATGC-30

Mtp-2F Amplification of region

containing mtp gene

50-CTCATGGGTCACAGCGAGTA-30 583

Mtp-2R 50-ATGACAGGTTCCCTTCAAGC-30

Hyg-F Amplification of region

of hygR cassette

50-ACCCCCCATTCCGAGGTCTT-30 300

Hyg-R 50-CCGGAAGGCGTTGAGATGCA-30

INS-1 Amplification of MTB’s

insertion sequence

IS6110

50-CGTGAGGGCATCGAGGTGGC-30 245

INS-2 50-GCGTAGGCGTCGGTGACAAA-30

SH-F Generation of probe for

Southern hybridization

50-GCCGTCCGATGACAGAAAAT-30 783

SH-R 50-AACAACGCACCGAATAGCCG-30

Mtp-261F Amplification of mtp

gene for insertion into

pMV261 for

complementation

50-TTTTTAAGATCTCATGTACCGGTTCGCGTG-30 436

Mtp-261R 50-TTTTTTAAGCTTGGCACGGGAGCGTAAATCTG-30

Mtp-AnyF Primers and probe for

detection of mtp

expression in qPCR

50-CCCAACTGGGATCCCTACAC-30 73

Mtp-AnyR 50-AGTCGCGGCTGTGGTC-30

mtp probe FAM-CTGCCATGACGACTTC-MGBNFQ

16S-AnyF Primers and probe for

detection of 16S rRNA

expression in qPCR

50-GGGTGACGGCCTACCAA-30 54

16S-AnyR 50-GCCGGACACCCTCTCA-30

16S probe FAM-CCGGCTACCCGTCGTC-MGBNFQ

a Forward primer listed above the reverse primer for each primer pair
b Restriction sites are underlined

Table 2 Bioinformatics analysis of the mtp translation product

Property Resulta

Amino acid

sequence

MYRFACRTLMLAACILATGVAGLGVGAQSAAQTAPVPDYYWCPGQPFDPAWGPNWDPYTCHDDFHRDSDGP
DHSRDYPGPILEGPVLDDPGAAPPPPAAGGGA

Transmembrane

analysis

iiiiiiiittttttttttttttttttooooooooooooooooooooooooooooooooooooooooooooo
oooooooooooooooooooooooooooooooo

Signal peptide .............................ss........................................
................................

Secondary

structure

ll........hh..................llllllll....llllllllllllll...........llll
.....llllllllll.llllllllllllllll

Protein-binding

capacity

pppp..p..........p.........p.pppp..ppppp.pp.pp.pppp.pp..ppp...pp.pppppp
pppp.ppp.pppp....p..p....pppppp.

Hydrophobicity ??????????????????????????????---??---------------------------
--------------------????--??-----?-------

i Inside membrane, t transmembrane, o outside membrane, s signal peptide, l loop, h helix, p protein-binding, ? hydrophobic,

- hydrophilic
a Deleted region in the Dmtp mutant is underlined
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