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 Modern cell cycle research began by elucidating the functions of cyclin-dependent kinases 
(CDKs). Subsequent investigations have revealed that the cell cycle is coordinated through 
a complex network of various cellular processes. Defects in this control system can lead to 
genetic instability and drive an array of genetic disorders, most notably, cancer. It is thus 
essential to holistically understand how the cell cycle is governed and how this regulation 
affects other cellular processes and homeostasis. It is noteworthy that much of what is 
known about cell cycle regulation depends heavily on enormous research efforts using a 
variety of model organisms, from yeast to mammals. The basic knowledge and techniques 
used in these model systems have been well documented in the previous cell cycle protocol 
book. In this new volume,  Cell Cycle Control: Mechanisms and Protocols, Second Edition,  
which consists of a completely new set of reviews and protocols, we provide a comprehen-
sive guide to technical and theoretical advancements in the fi eld. Beginning with the over-
views of various cell cycle regulations, we present the most current protocols and 
state-of-the-art techniques used to generate latest fi ndings in cell cycle regulation. We 
believe that this title will be a valuable resource for a wide audience, ranging from the expe-
rienced cell cycle researchers looking for new approaches to the junior graduate students 
giving their fi rst steps in cell cycle research.  

    Philadelphia, PA, USA  Eishi     Noguchi 
     Mariana     C.     Gadaleta    

  Pref ace       
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